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Foyer &
Lecture Hall no. 14 (HS 14) Lecture Hall no. 15 (HS 15) Seminar Rooms S1 & S2
12:00 — 18:00
Sunday Industrial Exhibition Build up
17" March 15:00 — 18:00
Arrival & Registration
, , 8:00 — 10:00
O = T . Arrival & Registration
Opening of the Symposium and
Monday Welcome by Michael W. Pfaffl
BDQ Chief Editor Stephen Bustin . Poster Setup
18t March in Foyer lower level
10:30 — 12:30
Next Generation Biomarkers
10:00 — 21:00
12:30 — 14:00 ; S
Lunch Industrial Exhibition
— in Foyer
14:00 — 18:00 14:00 — 18:00
Single-Cell & Micro-Genomics NGS & NGS Data Analysis
1800 _ 2200 18:00 — 22:00
. . IR . Main Poster Session
Reception @ Industrial Exhibition and Poster Session Area in Foyer lower level
digital PCR Liquid Biopsy -
in Foyer
Tuesday
12:30 — 14:00
19t March 12:30 — 14:00 12:?_>0 —13:30 _ .
are Lunch BDQ Editors Meeting Tuegdav Poster Session
—_— in Foyer lower level
14:00 — 18:00 14:00 — 18:00 14:00 — 18:00
Advanced Molecular ISEV Satellite Session Industrial Exhibition
Diagnostics 1 in Foyer
19:00 — 22:00 Symposium Gala Dinner
22:00 — very late  After Dinner Party
Location: Braustuberl Weihenstephan, Weihenstephaner Berg 10, 85354 Freising
European — Bavarian — Asian — International Buffets, Music & Dancing & Cocktails
9:00 — 10:30 9:00 — 10:30
dned Multi-Omics 1 MIQE Guidelines & Quality Control 9:00 — 14:00
Wednesday Industrial Exhibition
20t March 11:00 — 12:30 11:00 — 12:30 e
Multi-Omics 2 gPCR Data Analysis 1
. X 12:30 — 14:00
12'E?méﬁ'oo Wednesday Poster Session
=SS in Foyer lower level
14:00 — 16:00 14:00 — 16:00
Advanced Molecular gPCR Data Analysis 2 14:00 - 17:00
Diagnostics 2 Poster Take Down
in Foyer lower level
16:00 — 16:30 . S . .
Closing of the Symposium Industrial Exr_anltlon Dismantling
Michael W. Pfaffi in Foyer
Seminar Rooms S1, S2,S3 & Computer Seminar Room PU26
9:00 - 17:00
Thursda .
21t Marcr)ll gPCR, dPCR & NGS Application Workshops:
1. Basic real-time qPCR Application Workshop (2-days) hosted by TATAA Biocenter
Friday 2. Analysis of Gene Expression Data — gPCR, RNA-Seq, Microarray, Nanostring From pre-processing and quality
22" March control to normalization, statistical analysis and modelling (2-days) hosted by TATAA Biocenter
3. digital PCR (2-days) hosted by Bio-Rad
4. NGS - Library Construction and Quality Control (2-days) hosted by TATAA Biocenter
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G02019 -- Agenda

10:00am

10:30am

10:30am

12:30pm

12:30pm

2:00pm

2:00pm

3:30pm

Monday, 18" March 2019

Welcome & Opening of the Symposium

Location: Lecture hall 14

Michael W. Pfaffl - Scientific Coordinator of the gPCR dPCR & NGS Event
Stephen A. Bustin - Editor in Chief — Biomolecular Detection & Quantification

Next Generation Biomarkers

Location: Lecture hall 14
Chair: Michael W Pfaffl, TUM, Germany

Towards a Universal Diagnostic Test for Infection Using Rapid Nanopore Metagenomics

Justin O'Grady
Quadram Insitute Bioscience, United Kingdom; justin.ogrady@uea.ac.uk

MRNA As A Forensic Target - A Bridge Too Far?
Stephen Andrew Bustin
Anglia Ruskin University, United Kingdom; stephen.bustin@anglia.ac.uk

HTPathwaySeq, a Novel Application for High-throughput RNA Sequencing Based Pathway Phenotyping

Pieter Mestdagh, Tom Maes, Manuel Luypaert, Nele Nys, Gert Van Peer, Ariane De Ganck, Carolina Fierro, Jan Hellemans, Jo
Vandesompele
Biogazelle, Belgium; jo.vandesompele @biogazelle.com

Expression Data Integration: Advancing Immuno-Oncology Target Discovery

Frank Staubli, Jana Sponarova, Stefan Bleuler, Philip Zimmermann
Nebion AG, Switzerland; frank.staubli@nebion.com

Lunch

Location: University Mensa

Single-Cell & Micro-Genomics NGS & NGS Data Analysis

Location: Lecture hall 14 Location: Lecture hall 15

Chair: Mikael Kubista, TATAA Biocenter AB, Sweden Chair: Jo Vandesompele, Ghent University, Belgium

Chair: David Ruff, Mission Bio, Inc., United States of America Chair: David Langenberger, ecSeq Bioinformatics GmbH,
Germany

Spatial Transcriptomics - Bridging Histology and

RNA Sequencing RNA Atlas: A Nucleotide Resolution Map Of The Human

Michaela Asp Transcriptome

KTH Royal Institute of Technology,Science for Life Laboratory,  Lucia Lorenzi', Francisco Avila Cobos®, Hua-Sheng Chiu?,

Sweden; michaela.asp@scilifelab.se Robrecht Cannoodt?, Tine Goovaerts?, Thomas Birkballe

Hansen?, Pieter-Jan Volders?, Steve Gross*, Tom Taghon?,
Karim Vermaelen?, Ken Bracke?!, Jeroen Galle!, Jorgen Kjems?3,

Spatial Analysis Of Transcriptome And Proteome Tim De Meyer?, Gary Schroth?, Pavel Sumazin?, Jo
During Early Development Vandesompele!, Pieter Mestdagh'

; ; . : 1Ghent University, Belgium; 2Baylor College of Medicine
Radek Sindelka, Pavel Abaffy, Ravindra Naraine, Mikael AT ’ - ’
Kubistal v Y, Rawl I ! US; *Aarhus University, Denmark; 4lllumina, US;

pieter.mestdagh@ugent.be

Institute of Biotechnology, Czech Republic; sindelka@ibt.cas.cz

Getting More out of RNA-Seq Data: Transcriptomic
Analysis of Ischemic Stroke

Peter Androvic®®, Lukas Valihrach?, Denisa Kirdajova?, Martin
Valny?, Miroslava Anderova?, Mikael Kubista®

High-throughput Single-cell Targeted DNA
Sequencing from Tumor and Metastatic Samples
Reveal Spatial Resolution of Evolutionary Trajectory

Rou_tes to Clonal Propagation institute of Biotechnology CAS, Czech Republic; ?Institute of
David Ruff Experimental Medicine CAS, Czech Republic; 3Faculty of Science,
Mission Bio, Inc., United States of America; Palacky University Olomouc, Czech Republic;
ruff@missionbio.com peter.androvic@ibt.cas.cz
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3:30pm

4:00pm

4:00pm

6:00pm

6:00pm

10:00pm

8:30am

10:30pm
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Liquid Biopsies for Personalized Medicine: The Omiterc
Project

Francesca Salvianti, Irene Mancini, Lisa Simi, Stefania Gelmini,
Mario Pazzagli, Pamela Pinzani

University of Florence, Italy; p.pinzani@dfc.unifi.it

Coffee Break

Location: Foyer

Using Single-cell Transcriptomics To Decipher The
Formation Of Blood Stem Cells.

Christophe Lancrin

EMBL, Italy; christophe.lancrin@embl.it

Single-cell Genomics — Are We There Yet?
Malte Paulsen, Diana Ordonez, Bianka Baying, Dinko
Pavlinic, Jonathan Landry, Vladimir Benes

EMBL, Germany, Flow Cytometry Core Facility, Genomics Core
Facility; benes@embl.de

Tailoring scRNA-seq to Meet the Challenges of
Primary Cytotoxic T-cells

Kristiyan Kanev?!, Patrick Roelli*?, Ming Wu?, Christine
Wurmser?, Mauro Delorenzi®, Michael Pfaffl®, Dietmar Zehn?
!Division of Animal Physiology and Immunology, School of Life
Sciences Weihenstephan, Technical University of Munich, 85354
Freising, Germany; 2Division of Animal Breeding, School of Life
Sciences Weihenstephan, Technical University of Munich, 85354
Freising, Germany; *BCF, Swiss Institute of Bioinformatics,
University of Lausanne 1015 Lausanne, Switzerland;

kanev@wzw.tum.de

A Deep Dive Into Single Cell RNA Sequencing Data

Patrick Rolli*, Kristiyan Kanev?, Delorenzi Mauro?, Zehn
Dietmar?*

1ITUM, Germany; 2SIB, Switzerland; patrick.roelli@gmail.com

Get-Together Reception
@ Industrial Exhibition and
@ Poster Session Area

Location: Foyer & Foyer - lower level

Tiled Amplicons Panels in NGS-Based Genetic Testing

David Langenberger
ecSeq Bioinformatics GmbH, Germany;
david.langenberger@ecseg.com

PCR Based Target Enrichment For Variant
Confirmation, Gene Panels And Multiplex PCR Sample
Tracking In A Whole Exome Sequencing Workflow

Frauke Coppieters'?, Thalia Van Laethem?®, Matthias De Smet?,
Paul Coucke!?®, Kathleen Claes??, Elfride De Baere!?®, Bjérn
Menten'3, Jo Vandesompele??, Steve Lefever??

1Center for Medical Genetics Ghent, Ghent University Hospital,
Ghent, Belgium; ?pxlence bvba, Dendermonde, Belgium; *Center
for Medical Genetics Ghent, Ghent University, Ghent, Belgium;
Frauke.Coppieters@pxlence.com

Handling of Spurious Molecular Species Dictates the
Outcome of High-throughput 16S rRNA Gene Amplicon
Profiling.

Sandra Reitmeier

ZIEL Institute for Food and Health, Core Facility Microbiome/NGS,

Technical University of Munich, Freising, Germany;
sandra.reitmeier@tum.de

QC Measurements for Predicting Downstream NGS
Success with FFPE and Circulating Cell-Free DNA
Plasma Samples

Christopher D'Jamoos

Promega Corporation, 2800 Woods Hollow Rd. Madison, WI;
chris.djamoos@promega.com

Main Poster Session

Location: Foyer - lower level

All posters will be displayed in all three poster sessions (Monday
evening and two lunch poster sessions).

Poster setup is on Monday morning and all posters are available
until Wednesday afternoon.

Tuesday, 19th March 2019

digital PCR

Location: Lecture hall 14

Chair: Jim Huggett, LGC & University of Surrey, UK
Chair: Afif M. Abdel Nour, Holy Spirit University of Kaslik,
Lebanon (Lebanese Republic)

Biometrology, What Is It And What Could It Mean For
Biomolecular Research?

Jim Huggett
University of Surrey, United Kingdom; j.huggett@surrey.ac.uk

Liquid Biopsy

Location: Lecture hall 15

Chair: Jo Vandesompele, Ghent University & Biogazelle, Belgium
Chair: Michael W Pfaffl, TUM, Germany

Cell-Free Tumor DNA Analysis In Liquid Biopsy Using
Ultrasensitive Sequencing

Anders Stahlberg*?

IUniversity of Gothenburg, Sweden; 2Sahlgrenska University
Hospital, Sweden; anders.stahlberg@qu.se
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10:30am

11:00pm

11:00am

12:30pm

12:30pm

2:00pm

12:30pm

1:30pm

Molecular Characterization by ddPCR of in vitro
differentiated Oocyte-like Cells from oogonial Stem
Cells

Erica Silvestris, Paola Cafforio, Stella D'Oronzo, Claudia
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Clinical Application of Liquid Profiling for Precision
Medicine
Stefan Holdenrieder

German Heart Center Munich, Germany;
Stefan.Holdenrieder@gmail.com

Felici, Francesco Silvestris, Giuseppe Loverro
University of Bari Aldo Moro, Italy; claudiafelici85@live.it

Higher Order Multiplexing Using Digital PCR for
CRISPR Gene Edit Validation

Alexandra Sarah Whale

LGC, United Kingdom; alexandra.whale@Igcgroup.com

Serial Flow Digital Droplet PCR, a New Paradigm!

Chris Perkins

Dropworks, Inc., United States of
America; chris.perkins@dropworks.com

Exploiting RNA in Liquid Biopsies for Precision
Medicine Purposes

Jo Vandesompele'?

1Ghent University, Belgium; ?Biogazelle, Belgium;
jo.vandesompele@ugent.be

Liquid Biopsy -- Exosomal microRNA Biomarker
Signatures in Clinical Diagnostics.

Michael W Pfaffl

Division of Animal Physiology & Immunology, School of Life

Sciences Weihenstephan, Technical University of Munich,
Germany; michael.pfaffl@wzw.tum.de

Coffee Break

Location: Foyer

Eight Years Later This Is What Digital PCR Offered To New Developments in Sample Quality Control - Focus

Science
Afif Abdel Nour

The Holy Spirit University of Kaslik,
Lebanon; afif.abdelnour@gmail.com

Highly Multiplexed Detection of GMOs in Food
Samples by Crystal Digital PCR

Katharina Lihrig?, Caroline Charky?, Maximilian
Neugebauer!, Heike Ziebarth?!, Kornelia Berghof-Jager?

IBIOTECON Diagnostics GmbH, Germany; 2Stilla Technologies,

France; kluehrig@bc-diagnostics.com

Resolving Translational Oncology Research
Challenges with NanoString Direct Digital Gene
Expression Analysis.

Christoph Kénig

Nanostring Technologies, United Kingdom;
ckonig@nanostring.com

Lunch Poster Session

Location: Foyer - lower level

All posters will be displayed in all three poster sessions (Monday

evening and two lunch poster sessions).

Poster setup is on Monday morning and all posters are available

until Wednesday afternoon.

on Cell-free DNA
Bettina Strauch, Elisa Viering
Agilent Technologies, Germany; bettina.strauch@agilent.com

Exosome-derived Epigenetic Biomarkers for Saliva
Diagnostics

Ulrike Kegler?, Manuela Hofner?, Anja Buhmann?, Helene
Scharkosi?, Walter Pulverer!, Michael Leutner?, Klemens
Vierlinger!, Alexandra Kautzky-Willer?, Christa N6hammer?
1AIT Austrian Institute of Technology GmbH, Molecular Diagnostics,
Vienna, Austria; 2Medical University Vienna, Division for
Endocrinology and Metabolism, Vienna, Austria;
christa.noehammer@ait.ac.at

Sensitive, Easy And Fast Monitoring Of Treatment
Efficiency, Resistance Development And Disease
Progression Using Open Platform QPCR On Liquid
Biopsies From Cancer Patients

Ulf Bech Christensen, Rasmus Koefoed Petersen
PentaBase, Denmark; ubc@pentabase.com

Lunch

Location: University Mensa

BDO Editors Meeting

Location: Lecture hall 15

Chair: Stephen Andrew Bustin, Anglia Ruskin University, United
Kingdom

Chair: Jim Huggett, University of Surrey, United Kingdom

Chair: Justin O'Grady, University of East Anglia, United Kingdom
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2:00pm

4:00pm

4:00pm

4:30pm

4:30pm

6:00pm

7:00pm

late ©

Advanced Molecular Diagnostics 1
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ISEV Satellite Session

Location: Lecture hall 14

Chair: Carl T Wittwer, University of Utah, United States of
America
Chair: Mikael Kubista, TATAA Biocenter AB, Sweden

Rapid gPCR and the Future of Molecular Diagnostics
Carl T Wittwer

University of Utah, United States of America;
carl.wittwer@path.utah.edu

Impact of Endogenous and Exogenous Alterations of
Glucocorticoids on the Derangement of Clock-related
Genes in Peripheral Mononuclear Cells

Mary Anna Venneri

Sapienza University of Rome, Italy;
maryanna.venneri@uniromal.it

SD DNA Polymerase: A New Tool for Variety of
Molecular Biology Applications

Konstantin Ignatov, Andreas Kirsten, Vladimir Kramarov,
Ferdinand Holzinger, Sergey Kovalenko

Bioron, Germany; kovalenko@bioron.net

Methylation Sensitive High Resolution Melting; A
Sensitive And Specific Method For High-Throughput
Assessment Of Methylation.

Massimo Santoro

IRCCS Fondazione Don Carlo Gnocchi, Italy;
masantoro@dongnocchi.it

Location: Lecture hall 15

Chair: Kenneth Witwer, The Johns Hopkins University School of
Medicine, United States of America
Chair: Hidetoshi Tahara, Hiroshima University, Japan

Mesenchymal Stem Cell-derived Extracellular Vesicles:
a Potential New Tool in Regenerative Medicine
Bernd Giebel

Institute for Transfusion Medicine, Germany;
bernd.giebel@uk-essen.de

Standardization in EV and exRNA Research: MISEV and
Beyond
Kenneth Witwer

The Johns Hopkins University School of Medicine, United States of
America; kwitwerl@jhmi.edu

Circular RNAs In EVs - A Novel Class Of Released Non-
coding RNAs
Christian PreuRer

Justus Liebig University of Giessen, Institute of Biochemistry;
christian.preusser@chemie.bio.uni-giessen.de

Characterization of Extracellular vesicles (EVs) Derived
EXRNA in Cancer Using NGS

Yukie Nishiyama?, Makoto Tahara?, Hidetoshi Tahara®
1Department of Cellular and Molecular Biology,Institute of
Biomedical & Health Sciences, Hiroshima university,

Japan; 2Department of Head and Neck Medical Oncology, National
Cancer Center Hospital East, Kashiwa, Japan.
toshi@hiroshima-u.ac.jp

Coffee Break

Location: Foyer

Two-Tailed Quantitative PCR for Precison Diagnostics
Mikael Kubista'?, Robert Sjoback?, Andrei Herdean?, Peter
Androvic?, Lukas Valihrach?

1ITATAA Biocenter AB, Sweden; 2Institute of Biotechnology,
Czech Academy of Sciences; mikael.kubista@tataa.com

Precision Liquid Biopsy Based Nucleic Acid Based
Molecular Diagnostics Powered by Xenonucleic Acids
Michael Joseph Powell

DiaCarta, Inc., United States of America; mpowell@diacarta.com

Multiplex xXMAP Technology for a Complex Detection
of Pathogenic Agents Significant for the Protection of
Human and Animal Health

Pavlina Jelinkova, Petr Kralik

Veterinary research institute/Brno, Czech Republic;

jelinkova@vri.cz

Symposium Dinner & After Dinner Party "USTUBE

Distribution Of Non-coding RNA Types Over EV And
Other RNA Carriers In Plasma

Esther Nolte-'t Hoen, Tom Driedonks, Susanne van der Grein
Utrecht University, The Netherlands; e.n.m.nolte@uu.nl

Normalizing Urinary Extracellular Messenger RNA
Biomarkers: Theoretical Considerations and a Review
of Experimental Findings

Pradeep Moon Gunasekaran?, J. Matthew Luther?, J. Brian
Byrd*

tUniversity of Michigan Medical School, United States of
America; 2Vanderbilt University School of Medicine, United States
of America; jbbyrd@med.umich.edu

Serum-Free Media Supplements Carry MiRNAs That Co-
Purify With Extracellular Vesicles

Martin Auber, Dominik Fréhlich, Kramer-Albers Eva-Maria
Johannes Gutenberg University of Mainz, Germany;
auber@uni-mainz.de

@ Braustuberl

Location:
European — Bavarian — Asian — International Buffets
After Dinner Party — Music & Dancing & Cocktails
www.Braeustueberl-Weihenstephan.de

Bréaustuberl Weihenstephan, Weihenstephaner Berg 10, 85354 Freising

.3
F emo %
ofde [ 2

“Weihenstephan



https://www.conftool.com/qpcr-dpcr-ngs-2017/index.php?page=browseSessions&form_room=3&mode=table&presentations=show
mailto:carl.wittwer@path.utah.edu
mailto:maryanna.venneri@uniroma1.it
mailto:kovalenko@bioron.net
mailto:masantoro@dongnocchi.it
https://www.conftool.com/qpcr-dpcr-ngs-2017/index.php?page=browseSessions&form_room=1&mode=table&presentations=show
mailto:bernd.giebel@uk-essen.de
mailto:kwitwer1@jhmi.edu
mailto:christian.preusser@chemie.bio.uni-giessen.de
mailto:toshi@hiroshima-u.ac.jp
https://www.conftool.com/qpcr-dpcr-ngs-2017/index.php?page=browseSessions&form_room=2&mode=table&presentations=show
mailto:mikael.kubista@tataa.com
mailto:mpowell@diacarta.com
mailto:jelinkova@vri.cz
mailto:e.n.m.nolte@uu.nl
mailto:jbbyrd@med.umich.edu
mailto:auber@uni-mainz.de
http://www.braeustueberl-weihenstephan.de/

9:00am

10:30pm

10:30am

11:00pm

11:00am

12:30pm

12:30pm

2:00pm
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Wednesday, 20" March 2019

Multi-Omics 1

Location: Lecture hall 14

Chair: Justin O'Grady, Quadram Insitute Bioscience, United
Kingdom

The End of Medicine as we know it.
Harald H.H.W. Schmidt

Department of Pharmacology and Personalised Medicine,
Faculty of Health, Medicine and Life Sciences, Maastricht
University, The Netherlands; h.schmidt@maastrichtuniversity.nl

Precision Medicine beyond Cancer: Why We Need
New Multi-Omics Driven Definitions for Health &
Disease

Thomas Wilckens

InnVentis Ltd, Germany; Thomas.Wilckens@InnVentis.com

Circulating miRNAs as Potential Biomarkers

Tim Kacprowski
Technical University of Munich, Germany;
tim.kacprowski@wzw.tum.de

MIOE Guidelines & Standardisation
& Quality Control

Location: Lecture hall 15

Chair: Andreas Untergasser, Heidelberg University, Germany

Quality Standards in quantitative PCR; Specification,
Validation, Controls and Standards

Peter Rossmanith

Vetmeduni Vienna, Austria; peter.rossmanith@vetmeduni.ac.at

Directed Evolution of Enzymes for Streamlined and
Reliable RT-qPCR and NGS Workflows
David Mark Schuster

Quantabio, United States of
America; dave.schuster@quantabio.com

Multiplex Mediator Probe Real-Time PCR: Optimisation
and Guideline Development through Systematic
Characterisation of Label Free Mediator Probes and
Fluorogenic Universal Reporters

Michael Lehnert'?, Elena Kipf!, Franziska Schlenker?, Roland
Zengerle?, Nadine Borst*?, Felix von Stetten??
'Hahn-Schickard, Freiburg, Germany; ?Laboratory for MEMS
Applications, Department of Microsystems Engineering - IMTEK,
University of Freiburg, Germany;
Nadine.Borst@Hahn-Schickard.de

Coffee Break

Location: Foyer

Multi-Omics 2

Location: Lecture hall 14

Chair: Michael W Pfaffl, TUM, Germany

Systems Medicine - or - What | learned about Arnold
Schwarzenegger while studying breast cancer
survival.

Jan Baumbach

Technical University of Munich, Germany;
jan.baumbach@wzw.tum.de

From Next Generation Sequencing to Next
Generation Biomarkers: How Adaptive Focused
Acoustics® is Transforming High-throughput Biology
and Multi-omics Analyses

Nicolas Autret

Covaris, United Kingdom; nautret@covaris.com

Finding Signatures, Fingerprints and Prognostic
Biomarkers in Large Biomedical Datasets:
Computational and visual Approaches.
Andrej-Nikolai Spiess

UKE Hamburg, Germany; a.spiess@uke.de

Lunch Poster Session

Location: Foyer - lower level

gPCR Data Analysis 1

Location: Lecture hall 15

Chair: Stefan Rodiger, Brandenburg University of Technology
Cottbus - Senftenberg, Germany

GeneGini: Assessment via the Gini Coefficient of
Reference "Housekeeping" Genes and Diverse Human
Transporter Expression Profiles.

Philip Day!, Stephen O'Hagan?, Marina Wright Muelas?, Emma
Lundberg?, Douglas Kell*

tUniversity of Manchester, United Kingdom; 2KTH Royal Institue of
Technology, Stockholm, Sweden; philip.j.day@manchester.ac.uk

GenEx — The Ultimate Software for Analysis of
Transcriptomic Data.

Amin Forootan?, Bjorn Sjogreen?, Mikael Kubista?
Multid Analyses AB, Sweden; TATAA Biocenter, Sweden;
amin@multid.se

Why reporting Cq or delta-Cq is senseless.

Jan M Ruijter
Academic Medical Center, Amsterdam, the Netherlands, The
Netherlands, [.m.ruijter@amc.uva.nl

Lunch

Location: University Mensa


https://www.conftool.com/qpcr-dpcr-ngs-2017/index.php?page=browseSessions&form_date=2017-04-05&mode=table&presentations=show
https://www.conftool.com/qpcr-dpcr-ngs-2017/index.php?page=browseSessions&form_session=11&mode=table&presentations=show
https://www.conftool.com/qpcr-dpcr-ngs-2017/index.php?page=browseSessions&form_room=3&mode=table&presentations=show
mailto:h.schmidt@maastrichtuniversity.nl
mailto:Thomas.Wilckens@InnVentis.com
mailto:tim.kacprowski@wzw.tum.de
https://www.conftool.com/qpcr-dpcr-ngs-2017/index.php?page=browseSessions&form_session=33&mode=table&presentations=show
https://www.conftool.com/qpcr-dpcr-ngs-2017/index.php?page=browseSessions&form_session=33&mode=table&presentations=show
https://www.conftool.com/qpcr-dpcr-ngs-2017/index.php?page=browseSessions&form_room=1&mode=table&presentations=show
mailto:peter.rossmanith@vetmeduni.ac.at
mailto:dave.schuster@quantabio.com
mailto:Nadine.Borst@Hahn-Schickard.de
https://www.conftool.com/qpcr-dpcr-ngs-2017/index.php?page=browseSessions&form_room=2&mode=table&presentations=show
https://www.conftool.com/qpcr-dpcr-ngs-2017/index.php?page=browseSessions&form_room=3&mode=table&presentations=show
mailto:jan.baumbach@wzw.tum.de
mailto:nautret@covaris.com
mailto:a.spiess@uke.de
https://www.conftool.com/qpcr-dpcr-ngs-2017/index.php?page=browseSessions&form_room=3&mode=table&presentations=show
mailto:philip.j.day@manchester.ac.uk
mailto:amin@multid.se
mailto:j.m.ruijter@amc.uva.nl
https://www.conftool.com/qpcr-dpcr-ngs-2017/index.php?page=browseSessions&form_room=5&mode=table&presentations=show
https://www.conftool.com/qpcr-dpcr-ngs-2017/index.php?page=browseSessions&form_room=6&mode=table&presentations=show

2:00pm

4:00pm

4:00pm

4:30pm

@ tataabiocenter

Advanced Molecular Diagnostics 2
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gPCR Data Analysis 2

Location: Lecture hall 14

Chair: John Mackay, dnature Diagnostics & Research Ltd, New
Zealand

“Saving The Bees Is Burning Down The House” -
Triplex gPCR Using Dual-Target Assays For The
Highly Pathogenic Bacteria American Foulbrood,
Using Novel eDNA Methods.

John Mackay, Tammy Waters

dnature diagnostics & research Ltd, Gisborne, New Zealand;
john@dnature.co.nz

A Portable, Accurate, and Cost-Effective Strategy for
Rapid On-Site Authentication and Characterization of
Commercially Important Species and Pathogens
Using Bio Molecular Systems’ MIC qPCR Cycler
Jesus Aquiles Sanchez, Lawrence Wangh

Thermagenix, Inc, Natick, Massachusetts, United States of
America; sanchez@thermagenix.com

Development Of An Event-Specific gPCR Method For
Detection Of Genetically Modified Alfalfa

Patrick Guertler!, Lutz Grohmann?, Heike Naumann?®, Melanie
Pavlovic?, Ulrich Busch?

!Bavarian Health and Food Safety Authority, Germany; 2Federal
Office of Consumer Protection and Food Safety,

Germany; 3Lower Saxony State Office for Consumer Protection
and Food Safety, Germany; patrick.guertler@Igl.bayern.de

MyPOLS Biotec: Shaping DNA Polymerases For Your
Needs

Moritz Welter*?, Andreas Marx?, Ramon Kranaster*
'myPOLS Biotec GmbH, Technologiezentrum Konstanz,
BlarerstralRe 56, 78462 Konstanz, Germany; 2Chair of Organic
Chemistry / Cellular Chemistry, University of Konstanz,
Universitatsstralle 10, 78457 Konstanz, Germany;
ramon.kranaster@mypols.de

Location: Lecture hall 15

Chair: Jan M Ruijter, Academic Medical Center, Amsterdam, The
Netherlands

Integration of DNA Melting Curve Analysis In gPCR
Data Analysis

Maurice J.B. van den Hoff!, Quinn D. Gunst?!, Adrian Ruiz-
Villalba?, Carl Wittwer®, Jan M. Ruijter?

tAmsterdam UMC, location AMC, Depart. Medical Biology,
Amsterdam, The Netherlands; 2Foundation of Applied Medical
Research, University of Navarra, Pamplona, Spain; 3University of
Utah Health Sciences Center, Department of Pathology, Salt Lake
City, UT, USA; m.j.vandenhoff@amc.uva.nl

Fundamentals for the Automatic Classification of
Quantitative PCR AmplificationCurves - A Biostatistical
Approach

Stefan Rodiger?, Andrej-Nikolai Spiess?, Michat Burdukiewicz®
!Brandenburg University of Technology Cottbus - Senftenberg,
Germany; 2University Medical Center Hamburg-Eppendorf,
Germany; *Warsaw University of Technology, Poland;
stefan.roediger@b-tu.de

GEAR: The Genome Analysis Server Eases Wet-Lab
Data Analysis

Tobias Rausch?, Markus Hsi-Yang Fritz?, Vladimir

Benes?, Andreas Untergasser®®

'European Molecular Biology Laboratory, Genomics Core Facility,
Heidelberg, Germany; 2European Molecular Biology Laboratory,
Genome Biology Unit, EMBL, Heidelberg, Germany; *Heidelberg
University, Germany; andreas@untergasser.de

DAILYqgpcr — An Application For Revolutionizing
Designing, Storing, And Analyzing QPCR Experiments
Stephan Pabinger, Anna Majewski, Manuela Hofner, Walter
Pulverer, Priska Bauerstétter, Stefanie Eile, Julie Krainer,
Andreas Weinhéausel, Klemens Vierlinger

AIT - Austrian Institute of Technology, Austria;
stephan.pabinger@ait.ac.at

Closing of the Symposium & Farewell

Location: Lecture hall 14

Michael W. Pfaffl, TUM, Germany

Thursday & Friday, 215t & 22" March 2019

PCR and NGS Workshops

9:00am

5:00pm

The workshops are aimed at giving participants a deep and objective understanding of real-time quantitative
PCR, Next Generation Sequencing, biostatistics, expression profiling, digital-PCR, and their applications. The
courses are intended for academic or industrial persons considering working with PCR and/or NGS or scientists

currently working with these technologies seeking a deeper understanding. All workshops offer extensive hands-
on training by PCR or NGS experts in the field. The PCR workshops on 21% and 22" March 2019 (9 am — 5 pm)

Workshop topics:

In Seminar Room — S2

are hosted by TATAA Biocenter (www.TATAA.com) or Bio-Rad (www.Bio-Rad.com). The NGS data analysis
workshop on 21% and 22" March 2019 (9 am — 5 pm) is hosted by TATAA Biocenter (www.TATAA.com)

®  Basic real-time gPCR Application Workshop (2-days) hosted by TATAA

® Analysis of Gene Expression Data - gPCR, RNA-Seq, Microarray, Nanostring

hosted by TATAA

From pre-processing and quality control to normalization, statistical analysis and modelling (2-days)
hosted by TATAA & MultiD in Computer Room — PU26

NGS - Library Construction and Quality Control (2-days)
in  Seminar Room — S3

e (digital PCR (2-days) hosted by Bio-Rad

in  Seminar Room — S1


https://www.conftool.com/qpcr-dpcr-ngs-2017/index.php?page=browseSessions&form_room=3&mode=table&presentations=show
mailto:john@dnature.co.nz
mailto:sanchez@thermagenix.com
mailto:patrick.guertler@lgl.bayern.de
mailto:ramon.kranaster@mypols.de
https://www.conftool.com/qpcr-dpcr-ngs-2017/index.php?page=browseSessions&form_room=1&mode=table&presentations=show
mailto:m.j.vandenhoff@amc.uva.nl
mailto:stefan.roediger@b-tu.de
mailto:andreas@untergasser.de
mailto:stephan.pabinger@ait.ac.at
https://www.conftool.com/qpcr-dpcr-ngs-2017/index.php?page=browseSessions&form_room=3&mode=table&presentations=show
https://www.conftool.com/qpcr-dpcr-ngs-2017/index.php?page=browseSessions&form_date=2017-04-06&mode=table&presentations=show
http://www.tataa.com/
http://www.bio-rad.com/
http://www.tataa.com/
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Sponsors, Exhibitors & Media Partners

Lead sponsor: BIO RAD
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Media partners:
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Biomolecular Detection and Quantification
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https://www.takarabio.com/
https://www.analytik-jena.de/en/life-science/products/cat/cat/real-time-pcr.html
https://www.lgcgroup.com/our-science/genomics-solutions/
https://www.isev.org/events/EventDetails.aspx?id=1134564
https://www.technologynetworks.com/genomics/events/9th-gene-quantification-event-qpcr-dpcr-ngs-2019-312135

